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Microbiology and SCC

Results
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Neg.
68.3%

Staphylococcus spp.
28.3%

Streptococcus uberis
3.3%

(Cuccato et al., 2022)
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FDR < 0.05
Mostly (67) down-regulated miRNAs
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The promising four 

Discussion

miR-361

Activation of inflammatory
pathways (Torabi et al., 2015)

miR-455

Similar results in dairy cows
subjected to dietary restriction

(Webb et al., 2020)

Involved in the regulation of host-
pathogen interaction (Qi et al., 2012;

Ndzi et al., 2019)

In dairy farming, miR-361 is differently
regulated between free-grazing and
housed cows (Muroya et al., 2015)



miR-1301

The promising four 

Discussion

Upregulation in blood collected from dairy
cows experimentally infected by S. aureus

(Luoreng et al., 2018)

miR-1301 may be strictly related to the
etiological agent causing the mastitis 

miR-503

Involved in the pathogenesis of
diabetes and LPS injury in human   
 (De Silva et al. 2018; Zapala et al.,

2023)
miR-503 downregulation seems to be
involved in the activation of NF-kB

signalling and PPAR-gamma pathway 
(Zhou et al., 2013; Lee et al., 2017)



Conclusion

Discussion

This study presents an in-field scenario with naturally mastitis-affected
cows, more reliable than experimental conditions

Moreover, the large dataset of this study (60 dairy cows) provides new
insights in the study of bovine mastitis 



Conclusion

Discussion

One limitation of this research is the narrow representation of 
 mastidogen bacteria (i.e. absence of gram negative bacteria) 

In conclusion, the four main miRNAs highlighted here and their
affected biological processes seem promising results in the discovery
of new biomarkers for mastitis detection 
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